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Investigating the Chitinase-3-Like-1 Gene Polymor-
phism (rs4950928) With Susceptibility to Allergic Asth-
ma in Iranian Northwestern Azeri Population

Background: In addition to cellular and molecular mechanisms involved in the pathogenesis of 
asthma, mounting evidence demonstrates the role of Single Nucleotide Polymorphisms (SNPs) in 
asthma relevant genes conferring susceptibility to the disease. A variety of cells, including airway 
epithelial cells, neutrophils, and macrophages, produce and release Chitinase-3-Like-1 (CHI3L1) 
via an IL-13 related pathway. CHI3L1 contributes to tissue remodeling during asthma. The present 
study aimed to investigate the possible association of rs4950928 SNP in the CHI3L1 gene with a 
predisposition to allergic asthma in the Iranian Northwestern Azeri population.

Materials and Methods: The frequencies of genotypes and alleles of rs4950928 SNP in the CHI3L1 
gene were determined with the TaqMan genotyping method in 190 patients with asthma and 190 
healthy controls.

Results: Genotype analyzing showed that CC genotype is more frequent among the case group 
(68.4%) vs. in the control group (57.9%), while the GG genotype is more abundant among the control 
group (7.9%) vs. in the case group (3.2%). Patients with asthma were mostly found to have C allele 
whereas most of the healthy individuals had G allele in their genotype. 

Conclusion: There is a significant relationship between CHI3L1 rs4950928 (-131 C/G) polymorphism 
and asthma in studied population (P=0.038, P<0.05). Furthermore, according to the odds ratio (case/
control =0.611), the C allele could be the risk allele, whereas the G allele can be the protective one. 
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Introduction:

hitin is a homopolymer (β-(1–4)-poly-
N-acetyl-D-glucosamine), which can be 
found naturally as ordered macrofibrils. 
Owing to their unique biochemical prop-
erties, such as high porosity, biodegrad-

ability, predictable rate of degradation, structural integ-
rity, biocompatibility, and no cell cytotoxicity, chitin and 
its deacetylated derivative, chitosan have numerous ap-
plications in biomedical research [1]. Several chitin re-
ceptors, including RegIIIc, FIBCD1, and NKR-P1, have 
been identified in mammalian cells. Furthermore, other 
molecules such as dectin-1, mannose receptor (CD206), 
and Toll-Like Receptor (TLR) 2 play a role in the orches-
tration of immune responses to chitin [2]. 

Mammals, including humans, lack chitin biosynthesis; 
however, they express chitinases [3, 4]. Chitotriosidase 
(Chit1) [5], an enzyme involved in lysosomal lipid stor-
age disorders [6], and Acidic Mammalian Chitinase 
(AMCase) [7] possess the chitinolytic activity and are 
generally known as true chitinases [8, 9]. In contrast, 
Chitinase Like Proteins (CLPs), including CHI3L1 (chi-
tinase-3-like-1 protein), are capable of binding to chitin 
but lack residues of the enzyme active site that medi-
ates the cleavage of chitin. The secretion of chitinases 
is boosted in dominated T-helper type 2 cells (Th2) dis-
orders such as allergy and asthma [2, 10]. CHI3L1, also 
known as YKL-40, chondrex, HC-gp39, and BRP-39 is 
a chitin binding glycoprotein produced in human which 
lacks the chitin hydrolase activity [11, 12].

Neutrophils and macrophages are the main CHI3L1 
secreting cells [11]. CHI3L1 is capable of inhibiting 
oxidant-induced lung injury, inducing adaptive Th2 im-
munity, regulating apoptosis, and inducing alternative 
activation of macrophage. Normal level of CHI3L1 in 
the plasma of healthy individuals is detectable. Howev-
er, elevated plasma levels of CHI3L1 have been docu-
mented in a variety of diseases mainly lung and breast 
cancers, melanoma, rheumatoid arthritis, and osteoar-
thritis [12, 13]. CHI3L1 stimulates the production of 
TGF-β1 in malignant cells through IL13Rα2-mediated 
signaling [14].

There is an increasing number of studies showing that 
CHI3L1 plasma levels correlate positively with asthma 
severity, thickening of the lung subepithelial basement 
membrane, and frequency of using inhaler, as well as 
declining lung function in patients with asthma [11, 15-
17]. Most recently, Usemann et al. based on the direct 
involvement of YKL-40 in airway remodeling and se-

verity of asthma, investigated the YKL-40 levels of cord 
blood and CHI3L1 polymorphisms for possible identifi-
cation of infants at risk for asthma. They concluded that 
genetic variation in CHI3L1 might affect the severity of 
asthma [18]. 

Two proposed mechanisms by which CHI3L1 con-
tributes to airway tissue remodeling are inducing the 
production of IL-8 by bronchial epithelial cells that 
stimulate smooth muscle proliferation and activating 
protease-activated receptor-2 (PAR-2) [19]. CHI3L1 
is encoded by CHI3L1 gene, localized at chromosome 
1q32.1 [20] which is oriented in the reverse/comple-
ment direction within contiguous sequence NT 004671. 
Ten exons and 18 alternative splicing sites have been 
detected in the gene [21].

In this regard, -131C→G (rs4950928) promoter SNP, 
located in CHI3L1 gene, has been widely investigated 
in the pathogenesis of several human diseases and dif-
ferent populations, such as hepatocellular carcinoma in 
Taiwan [22], colorectal cancer in Egypt [14], ischemic 
vascular disease in Denmark [23], schizophrenia in Ja-
pan [24] and China [25], and multiple sclerosis in Spain 
[26]. SNPs in the CHI3L1 promoter have been reported 
to have an association with circulating CHI3L1 (YKL-
40) levels and asthma prevalence [11]. In the pres-
ent research, we studied the possible association of 
rs4950928 with susceptibility to allergic asthma in an 
Iranian population.

Materials and Methods 

A total of 190 patients with previously diagnosed al-
lergic asthma were included in this study as the case 
group. Their disease was diagnosed by specialists based 
on clinical and laboratory findings. They all belonged to 
Azeri ethnicity and agreed to participate in this study. 
Also, 190 healthy individuals with the same ethnicity 
but without allergic, parasitic, and inflammatory dis-
eases were included in the study as the control group. 
In the case group, there were 80 men (41.5%) and 110 
women (58.5%), while there were 77 men (47.6%) and 
113 women (52.4%) in the control group. Additionally, 
the mean age of the included individuals was 25.8 years. 

No significant difference was observed in the term of 
sex between the two groups. Also, 55 individuals had 
been reported with allergic rhinitis, 43 with conjunctivi-
tis, and 23 with atopic dermatitis. None of the included 
individuals in the control group was reported with al-
lergic reactions. Table 1 presents the history of allergy 
in the immediate/extended family of individuals in the 
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case group. All participants signed a consent letter and 
the study was done according to guidelines of the Ethics 
Committee of Tabriz Medical University. One milliliter 
of peripheral blood was obtained from all study individ-
uals in EDTA-containing tubes.

Furthermore, genomic DNA extraction was performed 
using the standard salting-out method. The extracted 
DNA samples were then evaluated quantitatively and 
qualitatively with OD260 spectrophotometry and aga-
rose gel electrophoresis [27]. To determine each sample’s 
genotype, we used TaqMan® SNP genotyping assays 
(Life Technologies Co. CA, USA) in LightCycler® 96 
real-time PCR instrument (Roche Diagnostics GmbH, 
Mannheim, Germany) according to the manufacturer’s 
instructions. Primers, probes, and assay conditions can 

be obtained from https://corporate.thermofisher.com/en/
home.html.

In brief, 5 μL TaqMan genotyping master mix (2×), 
0.75 μL TaqMan genotyping assay mix (20×), and 0.5 
μL genomic DNA were mixed and reached to 10 μL by 
DNAse- and RNAse-free double distilled water. Sam-
ples were run in a program consisting of one step 95° C 
for 7 min, followed by 45 cycles 95° C for 15 s and 60° 
C for 1 min. The obtained data were then statistically 
analyzed. After completing the cycles, a scatter plot was 
used to determine the heterozygosity (CG), homozygos-
ity (CC or GG) as well as excluding the samples, which 
have not shown any amplification. These samples were 
retested (Figure 1). 

Statistical analysis

The frequencies of alleles and genotypes were com-
pared by the Chi-square and logistic regression tests in 
SPSS V. 22. P values of less than 0.05 were regarded as 
statistically significant. 

Results

Promoter SNP of CHI3L1 (rs4950928) has been fre-
quently reported in many studies on the association of 
CHI3L1 genetic polymorphisms and asthma. This SNP 
may functionally result in disruption of the binding site 
for corresponding transcription factors and consequently 
reduce the basal expression of CHI3L1 [11]. We used 
TaqMan real-time PCR to study the frequencies of three 
possible genotypes of CC, CG heterozygotes, and GG 
homozygotes. The results obtained from the Chi-square 
tests revealed a significant relationship between the stud-
ied SNP occurrence and asthma, according to the control 
group (P=0.038, P<0.05).

Genotype analyzing showed that CC genotype is more 
frequent among the case group (68.4%) vs. the control 
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Table 1. Frequency of allergy history in immediate/extended families of the case group

Allergic Disorders
No. (%)

Immediate Family Extended Family Immediate and Extended Families 

Allergic conjunctivitis 0(0.0) 0(0.0) 0(0.0)

Allergic rhinitis 22(11.4) 12(6.2) 1(0.5)

Atopic dermatitis 2(1) 3(1.6) 2(1)

Asthma 20(10.4) 16(8.3) 8(4.1)

Figure 1. Three zones are formed between and around the 
sliders. 
FAM and VIC signals correspond to G and C alleles, respec-
tively. 
Possible amplification determined by both FAM and VIC 
probes indicates the heterozygosity, while amplification de-
termined by each probe indicates the homozygosity of al-
leles.
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group (57.9%). In contrast, the GG genotype is more 
abundant among the control group (7.9%) vs. the case 
group (3.2%). Furthermore, the occurrence of the C al-
lele based on the odds ratio (case/control =0.611) labels 
it as a risk allele while the G allele can be considered as 
a protective allele because its frequency is much higher 
in healthy individuals compared with the C allele (Table 
2). Besides, the Chi-squared test values of 0.9 and 0.37 
for the case and control groups, respectively match with 
Hardy-Weinberg Equilibrium (HWE). Additionally, 

there was no significant difference between the two stud-
ied groups in the term of sex.

Discussion

Recent findings showed that mammalian chitinases 
might play a vital role in the pathogenesis of asthma. 
Some investigators in the field of chitinase biology hy-
pothesize that these molecules may contribute to the or-
chestration of type 2 helper immune responses, which 

Table 2. Genotype and allele distribution of CHI3L1 rs4950928 SNP in the case and control groups

Chiti3L1 (rs4950928)
No. (%)

Chi-Square P Odds Ratio 95% CI
Asthma Group (n=190) Control Group (n=190)

Genotype

C/C 130(68.4) 110(57.9)

0.038

0.611

C/G 54(28.4) 65(34.2)

G/G 6(3.2) 15(7.9)

Allele
C 314(82.6) 285(74.4)

0.006
G 66(17.4) 98(25.6)

P of the Chi-squared test 

Asthma Group (n=190) Control Group (n=190)

0.90 * 0.37*

* The P are above 0.05, and are consistent with HWE
Table 3. Previous studies and results of the association between rs4950928 genotypes and asthma susceptibility

Research Group Studied Population Results Ref

Gomez et al. (2015) Individuals of European ancestry
G alleles were associated with lower YKL-40 levels 

and higher forced expiratory volume in the first 
second (FEV1). 

[19]

Ober et al. (2008) The population of European descent (Hut-
terites)

Associated with elevated serum YKL-40 levels and 
with reduced lung function and asthma (P=0.047) C 
allele was associated with the asthma phenotype

[17]

Aminuddin et al. (2012) Caucasian and African American No association with baseline FEV1 [37]

Rathcke et al. (2009) Former Copenhagen County G allele was found to be associated with asthma. [20]

Ortega et al. (2013) African-American Significant correlation with asthma severity [38]

Naglot et al. (2015) North Indians

Associated with asthma severity
Higher serum YKL-40 levels in individuals with CG 

genotype
Susceptibility of asthma was more frequent in indi-
viduals with CG genotype at rs4950928 promoter

[39]

Cunningham et al. 
(2011) Scottish children and young adults significantly associated with asthma, G allele con-

fers protection [31]

James et al. (2015) European residents (99.14% Caucasian) Association with asthma severity, CC genotype 
showed greater levels of serum [40]

Hansen et al. (2015) Danish population No association with asthma [32]

Shao et al. (2019) Chinese population

Has association with elevated plasma levels of YKL-
40 and asthma

G allele was associated with higher plasma YKL-40 
levels and reduced lung function

[29]

Abe et al. (2018) Japanese population CC and GG homozygotes of rs4950928 might pre-
dict the early onset of bronchial asthma [33]

Chen et al. (2019) Southwest China No association with asthma [41]
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are thought to play a crucial role in the pathology of asth-
ma. In this regard, measuring expressed CHI3L1 levels, 
for example, in patients with asthma, has provided a line 
of evidence that CHI3L1 level increases in patients with 
asthma. Among the most studied SNPs in the CHI3L1 
gene such as rs1538372 or rs10399931, we decided to 
choose -131 C→G (rs4950928) SNP as it is located in 
the promoter region of CHI3L1 gene. Besides, there was 
a growing number of papers reporting its association 
with asthma in different populations [28-33]. These pa-
pers are summarized and presented in Table 3.

Additionally, the association of rs4950928 and pedi-
atric asthma has been documented by Chen et al. in a 
Han population in China by including 115 children with 
asthma and 108 healthy controls. They found that their 
case group mostly had CG genotype and the G allele 
was the most frequent allele when compared with the 
control group. They concluded that the G allele might 
be the risk allele for the occurrence of pediatric asthma 
in their studied population [34].  In another investiga-
tion, Ramphul and colleagues studied the SNP associa-
tion with pediatric asthma in Mauritius and included 
193 children with asthma and 189 healthy controls. 
They found no association between CHI3L1 rs4950928 
and pediatric asthma [35].

We focused the present genetic study of asthma in the 
Iranian Northwestern Azeri population to minimize the 
bias in genetic and environmental heterogeneity of both 
involved tested groups. We could show that the G allele 
in the -131 position within the CHI3L1 gene can be con-
sidered as a protective allele while the high frequency 
of C allele in the same position is related to the asthma 
condition. Our results were also consistent with the re-
sults of a meta-analysis study published by Zhu et al. 
in which 1062 cases and 1034 controls were reported 
from 5 studies. They reported G allele of rs4950928 as 
the protective factor against asthma [36]. To have more 
reliable results, we suggest to include more individuals 
in both case and control groups, including more SNPs 
of CHI3L1 gene and investigate the association of each 
SNP with serum CHI3L1 level.

Ethical Considerations

Compliance with ethical guidelines

All procedures performed in the current study involv-
ing human participants were in accordance with the ethi-
cal standards of the institutional and or national research 
committee and following the 1964 Helsinki Declaration 

and its later amendments or comparable ethical stan-
dards.

Funding

This study was carried out by a grant from Immunology 
Research Center, Tabriz University of Medical Sciences, 
Tabriz, Iran (Grant Number 93-123). 

Authors contribution's

Performing PCR test: Daniel Elieh Ali Komi, Dariush 
Shanebandi, Zohreh Babaloo; Sample collection: Mahnaz 
Sadeghi-Shabestari; DNA extraction: Zohreh Babaloo, Ali-
reza Razavi, Saeed Sadigh-Eteghad; Data analysis: Saeed 
Sadigh-Eteghad  and Daniel Elieh Ali Komi; Supervision: 
Tohid Kazemi.

Conflict of interest

The authors declare that they have no conflict of interest.

Acknowledgements

This study was carried out by a grant from Immunol-
ogy Research Center, Tabriz University of Medical Sci-
ences, Tabriz, Iran (grant number 93-123). 

References

[1] Elieh-Ali-Komi D, Hamblin MR. Chitin and chitosan: Produc-
tion and application of versatile biomedical nanomaterials. Int J 
Adv Res. 2016; 4(3):411-27. [PMID] [PMCID]

[2] Elieh Ali Komi D, Sharma L, Dela Cruz CS. Chitin and its ef-
fects on inflammatory and immune responses. Clin Rev Allergy 
Immunol. 2018; 54(2):213-23. [DOI:10.1007/s12016-017-8600-0] 
[PMID] [PMCID]

[3] Lenardon MD, Munro CA, Gow NA. Chitin synthesis and 
fungal pathogenesis. Curr Opin Microbiol. 2010; 13(4):416-23. 
[DOI:10.1016/j.mib.2010.05.002] [PMID] [PMCID]

[4] Sharma L, Amick AK, Vasudevan S, Lee SW, Marion CR, Liu 
W, et al. Regulation and role of chitotriosidase during lung in-
fection with klebsiella pneumoniae. J Immunol (Baltimore, Md 
: 1950). 2018; 201(2):615-26. [DOI:10.4049/jimmunol.1701782] 
[PMID] [PMCID]

[5] Bussink AP, Verhoek M, Vreede J, Ghauharali-van der Vlugt 
K, Donker-Koopman WE, Sprenger RR, et al. Common G102S 
polymorphism in chitotriosidase differentially affects activ-
ity towards 4-methylumbelliferyl substrates. FEBS J. 2009; 
276(19):5678-88. [DOI:10.1111/j.1742-4658.2009.07259.x] 
[PMID]

[6] Boot RG, Bussink AP, Verhoek M, de Boer PA, Moorman AF, 
Aerts JM. Marked differences in tissue-specific expression of 
chitinases in mouse and man. J Histochem Cytochem. 2005; 
53(10):1283-92. [DOI:10.1369/jhc.4A6547.2005] [PMID]

[7] Bussink AP, Speijer D, Aerts JM, Boot RG. Evolution of mam-
malian chitinase(-like) members of family 18 glycosyl hy-

Association of Chiti3L1 Gene Polymorphism rs4950928 With Asthma

Res Mol Med, 2019; 7(4):17-24

http://rmm.mazums.ac.ir/index.php?&slct_pg_id=10&sid=1&slc_lang=en
https://www.ncbi.nlm.nih.gov/pubmed/27819009
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC5094803/
https://doi.org/10.1007/s12016-017-8600-0
https://www.ncbi.nlm.nih.gov/pubmed/28251581
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC5680136
https://doi.org/10.1016/j.mib.2010.05.002
https://www.ncbi.nlm.nih.gov/pubmed/20561815
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC2923753
https://doi.org/10.4049/jimmunol.1701782
https://www.ncbi.nlm.nih.gov/pubmed/29891554
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC6291403
https://doi.org/10.1111/j.1742-4658.2009.07259.x
https://www.ncbi.nlm.nih.gov/pubmed/19725875
https://doi.org/10.1369/jhc.4A6547.2005
https://www.ncbi.nlm.nih.gov/pubmed/15923370


22

drolases. Genetics. 2007; 177(2):959-70. [DOI:10.1534/genet-
ics.107.075846] [PMID] [PMCID]

[8] Mazur M, Dymek B, Koralewski R, Sklepkiewicz P, Olejnic-
zak S, Mazurkiewicz M, et al. Development of dual chitinase 
inhibitors as potential new treatment for respiratory system 
diseases. J Med Chem. 2019; 62(15):7126-45. [DOI:10.1021/acs.
jmedchem.9b00681] [PMID]

[9] Wakita S, Kobayashi S, Kimura M, Kashimura A, Honda S, 
Sakaguchi M, et al. Mouse acidic mammalian chitinase exhibits 
transglycosylation activity at somatic tissue pH. FEBS lett. 2017; 
591(20):3310-8. [DOI:10.1002/1873-3468.12798] [PMID]

[10] Elieh Ali Komi D, Bjermer L. Mast cell-mediated orchestra-
tion of the immune responses in human allergic asthma: Cur-
rent insights. Clin Rev Allergy Immunol. 2019; 56(2):234-47. 
[DOI:10.1007/s12016-018-8720-1] [PMID]

[11] Komi DE, Kazemi T, Bussink AP. New insights into the rela-
tionship between chitinase-3-like-1 and asthma. Curr Allergy 
Asthma Rep. 2016; 16(8):57. [DOI:10.1007/s11882-016-0637-2] 
[PMID]

[12] Ober C, Chupp GL. The chitinase and chitinase-like proteins: 
A review of genetic and functional studies in asthma and im-
mune-mediated diseases. Curr Opin Allergy Clin Immunol. 
2009; 9(5):401-8. [DOI:10.1097/ACI.0b013e3283306533] [PMID] 
[PMCID]

[13] Huang K, Wu LD. YKL-40: A potential biomarker for osteoar-
thritis. J Int Med Res. 2009; 37(1):18-24. [DOI:10.1177/14732300
0903700102] [PMID]

[14] Abd El-Fattah AA, Sadik NA, Shaker OG, Kamal AM. Are 
SMAD7 rs4939827 and CHI3L1 rs4950928 polymorphisms as-
sociated with colorectal cancer in Egyptian patients? Tumour 
biology. J Int Soc Oncodev Biol Med. 2016; 37(7):9387-97. 
[DOI:10.1007/s13277-016-4813-8] [PMID]

[15] Wu AC, Lasky-Su J, Rogers CA, Klanderman BJ, Litonjua A. 
Polymorphisms of chitinases are not associated with asthma. 
J Allergy Clin Immunol. 2010; 125(3):754-7. [DOI:10.1016/j.
jaci.2009.12.995] [PMID] [PMCID]

[16] Specjalski K, Chelminska M, Jassem E. YKL-40 protein corre-
lates with the phenotype of asthma. Lung. 2015; 193(2):189-94. 
[DOI:10.1007/s00408-015-9693-y] [PMID] [PMCID]

[17] Ober C, Tan Z, Sun Y, Possick JD, Pan L, Nicolae R, et al. Ef-
fect of variation in CHI3L1 on serum YKL-40 level, risk of 
asthma, and lung function. N Engl J Med. 2008; 358(16):1682-91. 
[DOI:10.1056/NEJMoa0708801] [PMID] [PMCID]

[18] Usemann J, Frey U, Mack I, Schmidt A, Gorlanova O, Roosli 
M, et al. CHI3L1 polymorphisms, cord blood YKL-40 levels 
and later asthma development. BMC Pulm Med. 2016; 16(1):81. 
[DOI:10.1186/s12890-016-0239-8] [PMID] [PMCID]

[19] Gomez JL, Crisafi GM, Holm CT, Meyers DA, Hawkins 
GA, Bleecker ER, et al. Genetic variation in chitinase 3-like 1 
(CHI3L1) contributes to asthma severity and airway expres-
sion of YKL-40. J Allergy Clin Immunol. 2015; 136(1):51-8. 
[DOI:10.1016/j.jaci.2014.11.027] [PMID] [PMCID]

[20] Rathcke CN, Holmkvist J, Husmoen LL, Hansen T, Ped-
ersen O, Vestergaard H, et al. Association of polymorphisms 
of the CHI3L1 gene with asthma and atopy: A populations-
based study of 6514 Danish adults. PloS One. 2009; 4(7):e6106. 
[DOI:10.1371/journal.pone.0006106] [PMID] [PMCID]

[21] Coffman FD. Chitinase 3-Like-1 (CHI3L1): A putative disease 
marker at the interface of proteomics and glycomics. Crit Rev Cl 
Lab Sci. 2008; 45(6):531-62. [DOI:10.1080/10408360802334743] 
[PMID]

[22] Huang WS, Lin HY, Yeh CB, Chen LY, Chou YE, Yang SF, et 
al. Correlation of chitinase 3-like 1 single nucleotide polymor-
phisms with hepatocellular carcinoma in Taiwan. Int J Med Sci. 
2017; 14(2):136-42. [DOI:10.7150/ijms.17754] [PMID] [PMCID]

[23] Kjaergaard AD, Johansen JS, Bojesen SE, Nordestgaard BG. 
Elevated plasma YKL-40, lipids and lipoproteins, and ischem-
ic vascular disease in the general population. Stroke. 2015; 
46(2):329-35. [DOI:10.1161/STROKEAHA.114.007657] [PMID]

[24] Yamamori H, Hashimoto R, Ohi K, Yasuda Y, Fukumoto M, 
Kasahara E, et al. A promoter variant in the chitinase 3-like 
1 gene is associated with serum YKL-40 level and personal-
ity trait. Neurosci Lett. 2012; 513(2):204-8. [DOI:10.1016/j.neu-
let.2012.02.039] [PMID]

[25] Zhao X, Tang R, Gao B, Shi Y, Zhou J, Guo S, et al. Functional 
variants in the promoter region of Chitinase 3-like 1 (CHI3L1) 
and susceptibility to schizophrenia. Am J Hum Genet. 2007; 
80(1):12-8. [DOI:10.1086/510438] [PMID] [PMCID]

[26] Canto E, Reverter F, Morcillo-Suarez C, Matesanz F, Fernandez 
O, Izquierdo G, et al. Chitinase 3-like 1 plasma levels are in-
creased in patients with progressive forms of multiple sclerosis. 
Mult Scler (Houndmills, Basingstoke, England). 2012; 18(7):983-
90. [DOI:10.1177/1352458511433063] [PMID]

[27] Tajik N, Kazemi T, Delbandi A, Ghods A, Salek Moghaddam 
A. The predictive value of hla-dr matching and cytokine gene 
polymorphisms in renal allograft acute rejection: A Living-Un-
related Donor (LURD) study. Iran J Immunol. 2006; 3(4):150-6. 
[PMID]

[28] Verlaan DJ, Ouimet M, Adoue V, Sirois-Gagnon D, Lariviere 
M, Ge B, et al. Promoter polymorphisms in CHI3L1 are associ-
ated with asthma. J Allergy Clin Immunol. 2012; 130(2):533-5. 
[DOI:10.1016/j.jaci.2012.03.015] [PMID]

[29] Shao J, Yang X, Ren D, Luo Y, Lai W. A genetic variation in 
CHI3L1 is associated with bronchial asthma. Arch Physiol Bio-
chem. 2019:1-6. [DOI:10.1080/13813455.2019.1634737] [PMID]

[30] Li JM, Zhang HF, Shen XL, Xie H, Wu XD, Shen T, et al. [Asso-
ciation between CHI3L1 SNPs and susceptibility to childhood 
asthma (Chinese)]. Chin Int J Contemp Pediatr. 2015; 17(2):144-
8. [PMID]

[31] Cunningham J, Basu K, Tavendale R, Palmer CN, Smith H, 
Mukhopadhyay S. The CHI3L1 rs4950928 polymorphism is 
associated with asthma-related hospital admissions in chil-
dren and young adults. Ann Allergy Asthma Immunol. 2011; 
106(5):381-6. [DOI:10.1016/j.anai.2011.01.030] [PMID] 

[32] Hansen JW, Thomsen SF, Porsbjerg C, Rasmussen LM, Harm-
sen L, Johansen JS, et al. YKL-40 and genetic status of CHI3L1 
in a large group of asthmatics. Eur Clin Respir J. 2015; 2:25117. 
[DOI:10.3402/ecrj.v2.25117] [PMID] [PMCID]

[33] Abe K, Nakamura Y, Yamauchi K, Maemondo M. Role of ge-
netic variations of chitinase 3-like 1 in bronchial asthmatic pa-
tients. Clin Mol Allergy. 2018; 16:9. [DOI:10.1186/s12948-018-
0086-7] [PMID] [PMCID]

[34] Chen F, An Y, Wang J. CHI3L1 is correlated with childhood 
asthma. Int J Clin Exp Pathol. 2017; 10(10):10559-64. [PMID] 
[PMCID]

Daniel Elieh-Ali-Komi, et al

Res Mol Med, 2019; 7(4):17-24

http://rmm.mazums.ac.ir/index.php?&slct_pg_id=10&sid=1&slc_lang=en
https://doi.org/10.1534/genetics.107.075846
https://doi.org/10.1534/genetics.107.075846
https://www.ncbi.nlm.nih.gov/pubmed/17720922
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC2034658
https://doi.org/10.1021/acs.jmedchem.9b00681
https://doi.org/10.1021/acs.jmedchem.9b00681
https://www.ncbi.nlm.nih.gov/pubmed/31291098
https://doi.org/10.1002/1873-3468.12798
https://www.ncbi.nlm.nih.gov/pubmed/28833103
https://doi.org/10.1007/s12016-018-8720-1
https://www.ncbi.nlm.nih.gov/pubmed/30506113
https://doi.org/10.1007/s11882-016-0637-2
https://www.ncbi.nlm.nih.gov/pubmed/27438466
https://doi.org/10.1097/ACI.0b013e3283306533
https://www.ncbi.nlm.nih.gov/pubmed/19644363
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC3018778
https://doi.org/10.1177/147323000903700102
https://doi.org/10.1177/147323000903700102
https://www.ncbi.nlm.nih.gov/pubmed/19215669
https://doi.org/10.1007/s13277-016-4813-8
https://www.ncbi.nlm.nih.gov/pubmed/26779637
https://doi.org/10.1016/j.jaci.2009.12.995
https://doi.org/10.1016/j.jaci.2009.12.995
https://www.ncbi.nlm.nih.gov/pubmed/20226308
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC2844863
https://doi.org/10.1007/s00408-015-9693-y
https://www.ncbi.nlm.nih.gov/pubmed/25663327
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4365280
https://doi.org/10.1056/NEJMoa0708801
https://www.ncbi.nlm.nih.gov/pubmed/18403759
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC2629486
https://doi.org/10.1186/s12890-016-0239-8
https://www.ncbi.nlm.nih.gov/pubmed/27193312
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4870763
https://doi.org/10.1016/j.jaci.2014.11.027
https://www.ncbi.nlm.nih.gov/pubmed/25592985
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4494869
https://doi.org/10.1371/journal.pone.0006106
https://www.ncbi.nlm.nih.gov/pubmed/19568425
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC2699472
https://doi.org/10.1080/10408360802334743
https://www.ncbi.nlm.nih.gov/pubmed/19003601
https://doi.org/10.7150/ijms.17754
https://www.ncbi.nlm.nih.gov/pubmed/28260989
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC5332842
https://doi.org/10.1161/STROKEAHA.114.007657
https://www.ncbi.nlm.nih.gov/pubmed/25624368
https://doi.org/10.1016/j.neulet.2012.02.039
https://doi.org/10.1016/j.neulet.2012.02.039
https://www.ncbi.nlm.nih.gov/pubmed/22366530
https://doi.org/10.1086/510438
https://www.ncbi.nlm.nih.gov/pubmed/17160890
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC1785314
https://doi.org/10.1177/1352458511433063
https://www.ncbi.nlm.nih.gov/pubmed/22183936
https://www.ncbi.nlm.nih.gov/pubmed/18685174
https://doi.org/10.1016/j.jaci.2012.03.015
https://www.ncbi.nlm.nih.gov/pubmed/22534532
https://doi.org/10.1080/13813455.2019.1634737
https://www.ncbi.nlm.nih.gov/pubmed/31295039
https://www.ncbi.nlm.nih.gov/pubmed/25760838
https://doi.org/10.1016/j.anai.2011.01.030
https://www.ncbi.nlm.nih.gov/pubmed/21530869
https://doi.org/10.3402/ecrj.v2.25117
https://www.ncbi.nlm.nih.gov/pubmed/26672955
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4653313
https://doi.org/10.1186/s12948-018-0086-7
https://doi.org/10.1186/s12948-018-0086-7
https://www.ncbi.nlm.nih.gov/pubmed/29618952
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC5880007
https://www.ncbi.nlm.nih.gov/pubmed/31966396
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC6965777/


23

[35] Ramphul K, Hua L, Bao YX, Li JY, Liu QH, Ji RX, et al. Iden-
tification of IL13 C1923T as a single nucleotide polymorphism 
for asthma in children from mauritius. Pediat Aller Imm Pul. 
2015; 28(2):92-5. [DOI:10.1089/ped.2014.0464] [PMID] [PMCID]

[36] Zhu Y, Yan X, Zhai C, Yang L, Li M. Association between risk 
of asthma and gene polymorphisms in CHI3L1 and CHIA: 
A systematic meta-analysis. BMC Pulm Med. 2017; 17(1):193. 
[DOI:10.1186/s12890-017-0515-2] [PMID] [PMCID]

[37] Aminuddin F, Akhabir L, Stefanowicz D, Pare PD, Connett 
JE, Anthonisen NR, et al. Genetic association between human-
chitinases and lung function in COPD. Hum Genet. 2012; 
131(7):1105-14. [DOI:10.1007/s00439-011-1127-1] 
[PMID] [PMCID]

[38] Ortega H, Prazma C, Suruki RY, Li H, Anderson WH. Asso-
ciation of CHI3L1 in African-Americans with prior history of 
asthma exacerbations and stress. J Asthma. 2013; 50(1):7-13. [D
OI:10.3109/02770903.2012.733991] [PMID] 

[39] Rima Dada Sarla NKrishna DPraveen A. Association of CG 
genotype at rs4950928 promoter in CHI3L1 gene with YKL-
40 levels and asthma susceptibility in North Indian asthma 
patients. Indian J Clin Biochem. 2015; 30(4). [DOI:10.1007/
s12291-015-0478-0]

[40] James AJ, Reinius LE, Verhoek M, Gomes A, Kupczyk M, 
Hammar U, et al. Increased YKL-40 and chitotriosidase in 
asthma and chronic obstructive pulmonary disease. Am J 
RespirCrit Care Med. 2016; 193(2):131-42. [DOI:10.1164/
rccm.201504-0760OC] [PMID]

[41] Chen G, Zhang MM, Wang Y, Wu SQ, Wang MG, He JQ. Func-
tional study of the association of CHI3L1 polymorphisms with 
asthma susceptibility in the Southwest Chinese Han population. 
Biosci Rep. 2019; 39(5). [DOI:10.1042/BSR20182008] 
[PMID] [PMCID]

Association of Chiti3L1 Gene Polymorphism rs4950928 With Asthma

Res Mol Med, 2019; 7(4):17-24

http://rmm.mazums.ac.ir/index.php?&slct_pg_id=10&sid=1&slc_lang=en
https://doi.org/10.1089/ped.2014.0464
https://www.ncbi.nlm.nih.gov/pubmed/26155367
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4491167
https://doi.org/10.1186/s12890-017-0515-2
https://www.ncbi.nlm.nih.gov/pubmed/29233108
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC5726029
https://link.springer.com/article/10.1007/s00439-011-1127-1
https://www.ncbi.nlm.nih.gov/pubmed/22200767
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC3771523/
https://doi.org/10.3109/02770903.2012.733991
https://doi.org/10.3109/02770903.2012.733991
https://www.ncbi.nlm.nih.gov/pubmed/23190377
https://doi.org/10.1007/s12291-015-0478-0
https://doi.org/10.1007/s12291-015-0478-0
https://doi.org/10.1164/rccm.201504-0760OC
https://doi.org/10.1164/rccm.201504-0760OC
https://www.ncbi.nlm.nih.gov/pubmed/26372680
https://doi.org/10.1042/BSR20182008
https://www.ncbi.nlm.nih.gov/pubmed/30988078
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC6522726


This Page Intentionally Left Blank


